A chondrocyte-specific Indian hedgehog enhancer
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Conservation * Region A, identified by a genome-wide approach, works
as a chondrocyte-specific /hh enhancer.
/ r « Sox trio positively regulates /hh transcription at least partially through distal enhancers
Site 1 Site 2 Site 3 Site 4 i i i
including the region A.
AAGGAGACACACTGCGAGCCTTCTCCTCCTCCTTGCCTGTGAGCCAGGGCAATTGCGTCACTGAC

* Region A activates /hh transcription in articular chondrocytes during OA progression.



